In the mononuclear title complex, [HgCl 2 (C 22 . In the crystal, N-HÁ Á ÁCl and C-HÁ Á ÁCl hydrogen bonds, as well as -stacking interactions between one phenyl ring and the pyridine ring of the quinoline moiety of an adjacent molecule [centroid-tocentroid separation = 3.617 (4) Å ] are observed, resulting in a three-dimensional network. 
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S2. Refinement
The N-bound H-atom was located in a difference Fourier maps, and the positions restrained to N-H = 0.86 Å and U iso (H) = 1.2U eq (N). All other H-atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å and U iso (H) = 1.2U eq (C).
Figure 1
The molecular structure and the atom-numbering scheme of the title complex, with non-H atoms drawn as displacement ellipsoids at the 40% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

